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Abstract

A new polypore, Daedalea americana, collected from North and Central America, is described and illustrated based on 
morphological characters and molecular evidence. It is characterized by annual and pileate basidiocarps, grayish brown 
with brown to cinnamon brown band and concentrically zonate pileal surface when fresh, cream to clay-pink pore surface, 
circular to angular pores (4–5 per mm) and ellipsoid basidiospores measured as 4.0–5.1 × 2.1–3.0 µm. Phylogenetic analysis 
based on the internal transcribed spacer (ITS) regions and nuclear large subunit (nLSU) ribosomal RNA gene regions support 
D. americana as a distinctive species belonging to Daedalea.
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Introduction

Daedalea Pers., typified by D. quercina (L.) Pers., was established by Persoon (1801). Previously it was a collective 
genus for all species with a daedaleoid to labyrinthine hymenophore and numerous species with similar hymenophores 
have been described in or transferred to this genus (Fries 1821). As more microscopic, chemical characters and 
molecular data became available, many Daedalea species have been transferred to other genera (Singer 1944; Donk 
1966; Ryvarden 1984; Binder et al. 2005; Binder et al. 2013). Currently, Daedalea is restricted to species that produce 
a brown rot and have pileate, mostly perennial basidiocarps; smooth to velutinate, often concentrically sulcate pileus; 
irregular, labyrinthine/daedaleoid to lamellate or poroid hymenophores; brownish context; a trimitic hyphal system 
with clamped generative hyphae; catahymenium formed by skeletal hyphae in the hymenia; and hyaline, thin-walled, 
smooth, oblong-ellipsoid to cylindrical basidiospores (Ryvarden and Johansen 1980; Gilbertson and Ryvarden 1986; 
Núñez and Ryvarden 2001; Lindner et al. 2011; Li and Cui 2013; Ryvarden and Melo 2014).
 Recently, several studies on the taxonomy of Daedalea were carried out. Rajchenberg (1986) transferred Trametes 
aethalodes Mount. to Daedalea based on morphological and cultural characters, and proposed that Daedalea is 
characterized by pileate fruiting bodies, a trimitic hyphal system, presence of irregular thick-walled generative hyphae, 
skeletal hyphae and tramal cystidia that protrude into the hymenia. Lindner et al. (2011) described a new species, 
D. neotropica D.L. Lindner, Ryvarden & T.J. Baroni, from Maya Mountains of Belize and provided a synopsis of 
Daedalea sensu stricto including D. dickinsii Yasuda, D. neotropica, D. pseudodochmia (Corner) T. Hatt., and D. 
quercina based on morphological characters and molecular evidence of ITS sequences. Subsequently, another new 
species, D. ryvardenica Drechsler-Santos & Robledo, was described from Brazil based on morphological characters; 
and a taxonomic discussion of the morphological characters of Daedalea, the hyphal system and the shape of the 
basidiospores, was presented by Drechsler-Santos et al. (2012). In China, two new species of Daedalea, D. circularis 
B.K. Cui & Hai J. Li and D. radiata B.K. Cui & Hai J. Li, were discovered and described from southern China 
according to phylogenetic analysis of ITS rDNA sequences and morphological characters (Li and Cui 2013).
 During a series of studies on brown rot fungi (Wang et al. 2004; Wei & Dai 2006; Cui & Dai 2013; Li et al. 2013; 
He et al. 2014; Shen et al.2014, Song et al. 2014), a new species of Daedalea from North and Central America, is 
discovered based on morphological characters and phylogenetic analysis of ITS and nLSU rDNA sequences, and its 
illustrated description is provided.
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 Our results provide further confirmation that Daedalea is clustered with other brown-rot fungal genera, such as 
Antrodia P. Karst. and Piptoporus P. Karst. in the Antrodia clade (Binder et al. 2005; Li and Cui 2013), though a better 
phylogenetic research of this group is needed based on more samples and more conserved gene markers.

FIGURE 3. Maximum parsimony strict consensus tree illustrating the phylogeny of Daedalea americana and related species based on 
combined ITS+nLSU sequence data. Branches are labeled with parsimony bootstrap proportions high than 50%, maximum likelihood 
bootstrap higher than 70% and Bayesian posterior probabilities more than 0.95. 
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